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Annotated CID tandem mass spectrum for XLQQASLPLLSNTNCKZ; C168SFABP, z=2.

Mp/zexact = 919.9446, Mp/zobs = 920.2200, deltaMZ = 0.2754, RT = 39.00. File: Chy-

motrypsin SFABP 02Nov15
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Trypsin’s	
  C168	
  labelled	
  by	
  a	
  209	
  Da	
  modification,	
  z=2,	
  Mp/zexact =	
  919.9446,	
  
Mp/zobs = 920.2200,	
  deltaMZ = 0.2754,	
  RT	
  =	
  39.00	
  min,	
  File: Chymotrypsin_SFABP_02Nov15


