
x2

m/z

R
el

at
iv

e 
In

te
ns

ity

100.0 225.0 350.0 475.0 600.0 725.0 850.0 975.0 1100.0 1225.0 1350.0 1475.0 1600.0 1725.0 1850.0

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1.0

M
p/
z-
h2
o
2+

91
0.
94

-0
.1
0

b3
1+

37
0.
21

-0
.0
8

b4
1+

44
1.
25

0.
01

b5
1+

52
8.
28

-0
.0
3

b6
1+

64
1.
36

0.
01

b8
1+

85
1.
50

-0
.0
1

b9
1+

96
4.
58

-0
.0
0

b1
0
1+

10
51
.6
2
0.
08

b1
3
1+

13
80
.7
5
0.
07

y2
SF
A
B
P
1+

45
9.
14

0.
12

y3
SF
A
B
P
1+

57
3.
18

0.
02

y4
SF
A
B
P
1+

67
4.
23

-0
.0
1

y5
SF
A
B
P
1+

78
8.
27

-0
.0
0

y6
SF
A
B
P
1+

87
5.
31

0.
01

y7
SF
A
B
P
1+

98
8.
39

-0
.0
0

y8
SF
A
B
P
1+

11
01
.4
7
0.
06

y9
SF
A
B
P
1+

11
98
.5
3
0.
03

y1
0
SF
A
B
P
1+

13
11
.6
1
0.
00

y1
1
SF
A
B
P
1+

13
98
.6
4
0.
03

y1
2
SF
A
B
P
1+

14
69
.6
8
0.
06

y1
3
SF
A
B
P
1+

15
97
.7
4
0.
03

Annotated CID tandem mass spectrum for XLQQASLPLLSNTNCKZ; C168SFABP, z=2.

Mp/zexact = 919.9446, Mp/zobs = 920.2200, deltaMZ = 0.2754, RT = 39.00. File: Chy-

motrypsin SFABP 02Nov15
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Trypsin’s	  C168	  labelled	  by	  a	  209	  Da	  modification,	  z=2,	  Mp/zexact =	  919.9446,	  
Mp/zobs = 920.2200,	  deltaMZ = 0.2754,	  RT	  =	  39.00	  min,	  File: Chymotrypsin_SFABP_02Nov15


