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Annotated CID tandem mass spectrum for XCLKAPILSDSSCKZ; IAK162SFABPIA, z=2.

Mp/zexact = 878.4099, Mp/zobs = 878.4100, deltaMZ = 0.0001, RT = 46.26. File:
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K162	  in	  20-‐‑fold	  excess	  (w/w)	  HeLa	  nuclear	  extract,	  z=2,	  Mp/zexact =	  878.4099	  
Mp/zobs = 878.4100,	  deltaMZ = 0.0001,	  RT	  =	  46.26	  min,	  File:	  HeLa_Trypsin_SFABP_06Aug16


