
m/z

R
el

at
iv

e 
In

te
ns

ity

100.0 225.0 350.0 475.0 600.0 725.0 850.0 975.0 1100.0 1225.0 1350.0 1475.0 1600.0 1725.0

0.0

0.1

0.2

0.3

0.4

0.5

0.6

0.7

0.8

0.9

1.0

M
p/
z-
h2
o
2+

88
2.
33

0.
07

b3
1+

36
3.
10

0.
01

b4
1+

49
1.
16

0.
03

y3
1+

29
1.
17

-0
.0
8

b5
1+

54
8.
18

0.
04

y4
1+

45
1.
20

-0
.0
0

b6
1+

66
3.
20

0.
08

y5
1+

55
0.
27

0.
00

y7
1+

74
6.
39

0.
08

y8
1+

80
3.
41

0.
06

y9
1+

86
0.
43

0.
07

b7
SF
A
B
P
1+

92
2.
24

-0
.0
0

b8
SF
A
B
P
1+

97
9.
26

0.
09

b9
SF
A
B
P
1+

10
36
.2
9
0.
00

b1
1
SF
A
B
P
1+

12
32
.4
1
0.
10

y1
0
SF
A
B
P
1+

11
19
.4
7
-0
.0
1

b1
2
SF
A
B
P
1+

13
31
.4
8
-0
.0
1

y1
1
SF
A
B
P
1+

12
34
.5
0
-0
.0
2

b1
3
SF
A
B
P
1+

14
91
.5
1
0.
01

y1
2
SF
A
B
P
1+

12
91
.5
2
-0
.0
1

b1
4
SF
A
B
P
1+

15
78
.5
4
0.
06

y1
3
SF
A
B
P
1+

14
19
.5
8
0.
08

b1
5
SF
A
B
P
1+

16
35
.5
6
0.
07

Annotated CID tandem mass spectrum for XDSCQGDSGGPVVCSGKZ; IAS200SFABPIA,

z=2. Mp/zexact = 891.3366, Mp/zobs = 891.3600, deltaMZ = 0.0234, RT = 39.31. File:

Trypsin treated 27Jul16 zoom

18

S200	  labelling	  with	  3-‐‑bromothiophenol,	  heavy	  isotope,	  z=2,	  Mp/zexact =	  891.3366	  
Mp/zobs = 891.3600	  deltaMZ = 0.0234,	  RT	  =	  39.31	  min,	  File: Trypsin_treated_27Jul16_zoom


