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Annotated CID tandem mass spectrum for XDSCQGDSGGPVVCSGKZ; IAS200AEBSFIA, z=2.

Mp/zexact = 901.8448, Mp/zobs = 901.8387, deltaMZ = -0.0060, RT = 26.61. File: TC 03Dec17 R1
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Trypsin’s	S200	labelled	by	DTT/IA,	triggered	by	AEBSF	labelling,	z=2,	Mp/zexact =	901.8448	
Mp/zobs =	901.8387,	deltaMZ = 0.0060,	RT	=	26.61	min,	File: TC_03Dec17_R1


